Dear Editor:

KAI1, also known as CD82, is a member of the TM4SF protein family. KAI1 was first discovered during a study on T-cell activation. While recent studies have proposed that TM4SF affects the behavior of cancer cell growth, the exact mechanism has not been described. KAI1/CD82 is found in high levels in the spleen, lung, liver, placenta, kidney and prostate, in moderate levels in the pancreas, skeletal muscle, and thymus, and in low levels in the brain, heart, ovary, stomach, and uterus. However, It was not reported that KAI1/CD82 protein was expressed in normal skin tissue.

Although there have been many studies on the role in the regulation of cell growth, cell-to-cell adhesion and motility, KAI1 and the TM4 family function remains unclear. An association between KAI1/CD82 and cancer progression was discovered during a study conducted to identify metastasis suppressor genes.

KAI1 expression is reduced in a large number of cancers. Dong et al.[@B1] reported reduced RNA expression of KAI1 during prostate cancer metastasis by northern blot analysis. Transfecting metastatic prostate cancer cells into nude mice resulted in suppression of lung metastasis by KAI1. Tests using reverse transcriptase-polymerase chain reaction and immunohistochemistry have reported reduced levels of CD82 mRNA and protein in thyroid cancer[@B2]. A study by Hinoda et al.[@B3] used immunohistochemical tests to assess the association between KAI1 and the progression of gastric cancer. Northern blot analysis conducted by Guo et al.[@B4] showed similar levels of KAI1 mRNA expression in both normal and cancerous esophagus and similar levels in tissue samples with or without metastasis. Therefore, metastasis in esophageal and gastric cancer is independent of KAI1[@B4]. However, a recent study has revealed increased expression of KAI1 protein in chromophobe renal cell carcinoma[@B5]. In light of this, we explored the expression of KAI1 in skin cancers in order to determine whether it downregulates or upregulates the expression of skin tumors. The Institutional Review Board of Seoul Soonchunhyang University Hospital reviewed and approved this research protocol, which involved the use of tissue samples.

We experimentally assessed whether loss of KAl1 protein expression in metastatic cancer is a common event in malignant skin cancers or if it occurs only in some tumor types. Based on the aforementioned finding, we chose basal cell carcinoma (BCC), squamous cell carcinoma (SCC) and malignant melanoma (MM) and used western blot analysis in order to determine if KAI1 expression suppresses all cancer types or certain cancer types.

We evaluated the expression of KAI1 protein in MM, SCC and BCC using western blot and immunohistochemistry.

In this study, KAI1, which is a marker of metastatic potentiality in breast cancer, was measured in BCC, SCC and MM using western blot and the immunohistologic method. The results show that KAI1 was hardly expressed in 6 cases of BCC. In 6 cases of SCC, KAI1 was hardly expressed. Loss of KAI1 protein expression including SCC, BCC in our study corresponded to previous studies results[@B6]-[@B8]. In the 6 cases of MM, the expression of KAI1 was strongly positive ([Fig. 1A](#F1){ref-type="fig"}). The amount of expression in western blotting is displayed graphically ([Fig. 1B](#F1){ref-type="fig"}). The expression patterns of KAI1 protein in MM were similar with those by Yusenko and Kovacs[@B5]. However, different patterns were shown in other types of cancer including prostate, gastric, colon, cervix, breast, bladder, lung, pancreas, liver, and thyroid cancers. An immunohistochemical study showed that the staining pattern of KAI1 in normal human skin tissues mirrored those of western blot analysis ([Fig. 2](#F2){ref-type="fig"}).

To the best of our knowledge, KAI1 expression in cutaneous BCCs, SCCs and MMs has not yet been studied. KAI1 protein expression has been known to be associated with a higher grade of malignant skin tissue. However, the exact function and mechanism of KAI1 during tumor genesis have not been confirmed. While KAI1 is suppressed in specific types of cancer, KAI1 is over expressed in MM. Interestingly, KAI1 was not expressed in cutaneous BCCs, SCCs and normal tissues. More work is needed to characterize the pathway through which KAI1 is overexpressed in MM skin tumor.
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![(A) KAI1/CD82 protein was expressed on malignant melanoma by western blot analysis. (B) The score of relative KAI1/CD82 protein expression. Normal: normal skin, MM: malignant melanoma, SCC: squamous cell carcinoma, BCC: basal cell carcinoma.](ad-25-498-g001){#F1}

![Representative immunohistochemistry staining for KAI1/CD82 protein expression in paraffin-embedded malignant melanoma (A: strongly positive immunostaining, ×200), squamous cell carcinoma (B: very weakly positive immunostaining, ×200), basal cell carcinoma (C: very weakly positive immunostaining, ×200) and normal skin (D: no immunostaining, ×100).](ad-25-498-g002){#F2}
